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11 20 29 38 47 56 

GGC GGA GGC GGA GGC GGA GGG CGA GGG GCG GGG AGC GCC GCC TGG AGC GCG GCA 



65 74 83 92 101 110 

GGT CAT ATT GAA CAT TCC AGA TAC CTA TCA TTA CTC GAT GCT GTT GAT AAC AGC 



119 128 137 146 155 164 

AAG ATG GCT TTG AAC TCA GGG TCA CCA CCA GCT ATT GGA CCT TAC TAT GAA AAC 



MALNSGS PPAI GPYYEN 

173 182 191 200 209 218 

CAT GGA TAC CAA CCG GAA AAC CCC TAT CCC GCA CAG CCC ACT GTG GTC CCC ACT 



HGYQPENPYPAQPTVVPT 

227 236 245 254 263 272 

GTC TAC GAG GTG CAT CCG GCT CAG TAC TAC CCG TCC CCC GTG CCC CAG TAC GCC 



VYEVHPAQYYPSPVPQYA 

281 290 299 308 317 326 

CCG AGG GTC CTG ACG CAG GCT TCC AAC CCC GTC GTC TGC ACG CAG CCC AAA TCC 



PRVLTQASNPVVCTQPKS 

335 344 353 362 371 380 

CCA TCC GGG ACA GTG TGC ACC TCA AAG ACT AAG AAA GCA CTG TGC ATC ACC TTG 



PSGTVCTSKTKKALCITL 

389 398 407 416 425 434 

ACC CTG GGG ACC TTC CTC GTG GGA GCT GCG CTG GCC GCT GGC CTA CTC TGG AAG 



TLGTFLVGAALAAGLLWK 

443 452 461 470 479 488 

TTC ATG GGC AGC AAG TGC TCC AAC TCT GGG ATA GAG TGC GAC TCC TCA GGT ACC 



FMGSKCSNSGI ECDSSGT 

497 506 515 524 533 542 

TGC ATC AAC CCC TCT AAC TGG TGT GAT GGC GTG TCA CAC TGC CCC GGC GGG GAG 



CINPSNWCDGVSHCPGGE 

551 560 569 578 587 596 

GAC GAG AAT CGG TGT GTT CGC CTC TAC GGA CCA AAC TTC ATC CTT CAG GTG TAC 



DENRCVRLYGPNF I LQVY 

605 614 623 632 641 650 

TCA TCT CAG AGG AAG TCC TGG CAC CCT GTG TGC CAA GAC GAC TGG AAC GAG AAC 



SSQRKSWHPVCQDDWNEN 



659 668 677 686 695 704 

TAC GGG CGG GCG GCC TGC AGG GAC ATG GGC TAT AAG AAT AAT TTT TAC TCT AGC 



YGRAACRDMGYKNNFYSS 
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713 722 731 740 749 758 

CAA GGA ATA GTG GAT GAC AGC GGA TCC ACC AGC TTT ATG AAA CTG AAC ACA AGT 



QGIVDDSGSTSFMKLNTS 

767 776 785 794 803 812 

GCC GGC AAT GTC GAT ATC TAT AAA AAA CTG TAC CAC AGT GAT GCC TGT TCT TCA 



AGNVDI YKKLYHSDACSS 

821 830 839 848 857 866 

AAA GCA GTG GTT TCT TTA CGC TGT ATA GCC TGC GGG GTC AAC TTG AAC TCA AGC 



KAVVSLRCIACGVNLNSS 

875 884 893 902 911 920 

CGC CAG AGC AGG ATT GTG GGC GGC GAG AGC GCG CTC CCG GGG GCC TGG CCC TGG 



RQSRIVGGESALPGAWPW 

929 938 947 956 965 974 

CAG GTC AGC CTG CAC GTC CAG AAC GTC CAC GTG TGC GGA GGC TCC ATC ATC ACC 



QVSLHVQNVHVCGGSI IT 

983 992 1001 1010 1019 1028 

CCC GAG TGG ATC GTG ACA GCC GCC CAC TGC GTG GAA AAA CCT CTT AAC AAT CCA 



PEWIVTAAHCVEKPLNNP 

1037 1046 1055 1064 1073 1082 

TGG CAT TGG ACG GCA TTT GCG GGG ATT TTG AGA CAA TCT TTC ATG TTC TAT GGA 



WHWTAFAGI LRQS FMFYG 

1091 1100 1109 1118 1127 1136 

GCC GGA TAC CAA GTA GAA AAA GTG ATT TCT CAT CCA AAT TAT GAC TCC AAG ACC 



AGYQVEKVI SHPNYDSKT 

1145 1154 1163 1172 1181 1190 

AAG AAC AAT GAC ATT GCG CTG ATG AAG CTG CAG AAG CCT CTG ACT TTC AAC GAC 



KNNDIALMKLQKPLTFND 

1199 1208 1217 1226 1235 1244 

CTA GTG AAA CCA GTG TGT CTG CCC AAC CCA GGC ATG ATG CTG CAG CCA GAA CAG 



LVKPVCLPNPGMMLQPEQ 

1253 1262 1271 1280 1289 1298 

CTC TGC TGG ATT TCC GGG TGG GGG GCC ACC GAG GAG AAA GGG AAG ACC TCA GAA 



tiCWISGWGATEEKGKTSE 



1307 1316 1325 1334 1343 1352 

GTG CTG AAC GCT GCC AAG GTG CTT CTC ATT GAG ACA CAG AGA TGC AAC AGC AGA 



VLNAAKVLLI ETQRCNSR 



1361 1370 1379 1388 1397 1406 

TAT GTC TAT GAC AAC CTG ATC ACA CCA GCC ATG ATC TGT GCC GGC TTC CTG CAG 



YVYDNLITPAMICAGFLQ 
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1415 1424 1433 1442 1451 1460 

GGG AAC GTC GAT TCT TGC CAG GGT GAC AGT GGA GGG CCT CTG GTC ACT TCG AAG 



GNVDSCQGDSGGPLVTSK 

1469 1478 1487 1496 1505 1514 

AAC AAT ATC TGG TGG CTG ATA GGG GAT ACA AGC TGG GGT TCT GGC TGT GCC AAA 



NNI WWLI GDTSWGSGCAK 

1523 1532 1541 1550 1559 1568 

GCT TAC AGA CCA GGA GTG TAC GGG AAT GTG ATG GTA TTC ACG GAC TGG ATT TAT 



AYRPGVYGNVMVFTDW I Y 

1577 1586 1595 1604 1613 1622 

CGA CAA ATG AGG GGA GAC GGC TAA TCC ACA TGG TCT TCG TCC TTG ACG TCG TTT 



RQMRADG * 

1631 1640 1649 1658 1667 1676 

TAC AAG AAA ACA ATG GGG CTG GTT TTG CTT CCC CGT GGA TGA TTT ACT CTT AGA 



1685 1694 1703 1712 1721 1730 

GAT GAT TGA GAG GTC ACT TCA TTT TTA TTA AAC AGT GAA CTT GTC TGG CAA AAA 



1739 
AAA AAA AAA A 3 
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gtcatattga 
ctttgaactc 
cggaaaaccc 
ctcagtacta 
accccgtcgt 
agaaagcact 
ctggcctact 
cctcaggtac 
gggaggacga 
catctcagag 
gggcggcctg 
atgacagcgg 
ataaaaaact 
tagcctgcgg 
cgctcccggg 
gaggctccat 
ttaacaatcc 
atggagccgg 
agaacaatga 
aaccagtgtg 
ccgggtgggg 
tgcttctcat 
cagccatgat 
gagggcctct 
gttctggctg 
actggattta 
cgttttacaa 
atgattcaga 
tgccatactg 
ccgcaagggg 
gttggaggct 
tgagcatgga 
ggaaagggag 
tccccagcct 
gatggtggcc 
aaggggaaca 
gagggaagca 
cattgggtgg 
tcctagcacc 
atgtcggcct 
atgctcagtt 
ctgagttcaa 



acattccaga 
agggtcacca 
ctatcccgca 
cccgtccccc 
ctgcacgcag 
gtgcatcacc 
ctggaagttc 
ctgcatcaac 
gaatcggtgt 
gaagtcctgg 
cagggacatg 
atccaccagc 
gtaccacagt 
ggtcaacttg 
ggcctggccc 
catcaccccc 
atggcattgg 
ataccaagta 
cattgcgctg 
tctgcccaac 
ggccaccgag 
tgagacacag 
ctgtgccggc 
ggtcacttcg 
tgccaaagct 
tcgacaaatg 
gaaaacaatg 
ggtcacttca 
tgcaggctgc 
tgatggccgg 
gcccccattg 
gctgtcactt 
acagccaggt 
acttcacaag 
agaaataaag 
gaaacatttt 
attgaaaagg 
ggctcctggg 
ctggagagtg 
cttcaggcct 
taaggtacac 
agccatctt 



tacctatcat 
ccagctattg 
cagcccactg 
gtgccccagt 
cccaaatccc 
ttgaccctgg 
atgggcagca 
ccctctaact 
gttcgcctct 
caccctgtgt 
ggctataaga 
tttatgaaac 
gatgcctgtt 
aactcaagcc 
tggcaggtca 
gagtggatcg 
acggcatttg 
caaaaagtga 
atgaagctgc 
ccaggcatga 
gagaaaggga 
agatgcaaca 
ttcctgcagg 
aacaacaata 
tacagaccag 
aaggcaaacg 
gggctggttt 
tttttattaa 
agtggctccc 
ctggttgtgg 
agatcttcct 
ctcagctgct 
ggcacctgca 
gggattttgc 
ggaccagccc 
tgttcttatg 
aacttgccct 
agggagactc 
aatgcccctt 
gatagtcatt 
tgtttccatg 



tactcgatgc 
gaccttacta 
tggtccccac 
acgccccgag 
catccgggac 
ggaccttcct 
agtgctccaa 
ggtgtgatgg 
acggaccaaa 
gccaagacga 
ataattttta 
tgaacacaag 
cttcaaaagc 
gccagagcag 
gcctgcacgt 
tgacagccgc 
cggggatttt 
tttctcatcc 
agaagcctct 
tgctgcagcc 
agacctcaga 
gcagatatgt 
ggaacgtcga 
tctggtggct 
gagtgtacgg 
gctaatccac 
tgcttccccg 
acagtgaact 
ctgcccagcc 
gcactggcgg 
gctgagtcct 
ggatgacttg 
gcggctgccc 
tgatgggttc 
ttcatgggtg 
gggtgagaat 
gagcactcct 
agccttcctc 
ggtccctggc 
ggaaattgag 
ttatgtttct 



tgttgataac 
tgaaaaccat 
tgtctacgag 
ggtcctgacg 
agtgtgcacc 
cgtgggagct 
ctctgggata 
cgtgtcacac 
cttcatcctt 
ctggaacgag 
ctctagccaa 
tgccggcaat 
agtggtttct 
gatcgtgggc 
ccagaacgtc 
ccactgcgtg 
gagacaatct 
aaattatgac 
gactttcaac 
agaacagctc 
agtgctgaac 
ctatgacaac 
ttcttgccag 
gataggggat 
gaatgtgatg 
atggtcttcg 
tgcatgattt 
tgtctggctt 
tgctctccct 
tcaattgtgg 
ttccaggggc 
agatgaaaaa 
tctggggcca 
ttagagcctt 
gtgacgtggt 
atagacagtg 
ggtgcaggtc 
ctcatcctcc 
agggcgccaa 
gtccatgggg 
acacattgat 



agcaagatgg 
ggataccaac 
gtgcatccgg 
caggcttcca 
tcaaagacta 
gcgctggccg 
gagtgcgact 
tgccccggcg 
cagatgtact 
aactacgggc 
ggaatagtgg 
gtcgatatct 
ttacgctgtt 
ggtgagagcg 
cacgtgtgcg 
gaaaaacctc 
ttcatgttct 
tccaagacca 
gacctagtga 
tgctggattt 
gctgccaagg 
ctgatcacac 
ggtgacagtg 
acaagctggg 
gtattcacgg 
tccttgacgt 
actcttagag 
tggcactctc 
aaccccttgt 
aaggaagagg 
caattttgga 
ggagagacat 
cttggtagtg 
agcagccctg 
agtcacttgt 
cccttggtgc 
tccacctgca 
ctgaccctgc 
gtttggcacc 
gaaatcaagg 
ggtggtgacc 



ORF AMINO ACID SEQUENCE 

MALNSGSPPAIGPYYENHGYQPENPYPAQPTWPTVYEVHPAQYYPSP 

CTSKTKKALCI TLTLGTFLVGAALAAGLL^ 

GPNFILQOTSSQRKSWHPVCQDDWNENYGRAAC^ 

DACSSKAWSLRCIACGWLNSSRQSRIVGGESALPGA 

PWHWTAFAGILRQSFMFYGAGYQVQKVISHPNYDSKTKNNDIAI^ 

ISGWGATEEKGKTSEVLNAAKVLLIETQRCNSRYVYDNLI 

GDTS WGSGCAKAYRPGVYGNVMVFTDW I YRQMKANG 
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FIG 4 



GATCTTCCTGCTGAGTCCTTTCCAGGGGCCAATTTTGGATGAGCATGGAGCTGTCACCTCTCAGCTGCTGGATGAC 
TTGAGATGAAAAAGGAGAGACATGGAAAGGGAGACAGCCAGGTGGCACCTGCAGCGGCTGCCCTCTGGGGCCACTT 
GGTAGTGTCCCCAGCCTACCTCTCCACAAGGGGATTTTGCTGATGGGTTCTTANAGCCTTAGCAGCCCTGGATGGT 
GG C C AG AAAT AAAGGG A C C AG C C C T T C ATGGGTGG TG AC G TGG T ANT C AC T T G T AAGGGG AAC AG AAAC AT T T T T G 
TT CTT ATGGGGTGAGAAT ATAGACAGTGC C CTTGGTGCGAGGGAAGCAATTGAAAAGGAACTTGC CCTGAGCACT C 
CTGGTGCA 
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1. Brain 

2. Prostate 

3. LAPC-4 AD 

4. LAPC-4 Al 

5. LAPC-9 AD 

6. HeLa 

7. Murine cDNA 

8. Neg. control 
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1 . Coion 
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3. Leukocytes 

4. Prostate 

5. Small Intestine 

6. Spleen 

7. Testis 
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FIG. 9 



A. In transfected 293T cells: 



12 3 4 



a-His Western 



1 . neo lysate 

2. TMPRSS2 lysate 

3. neo Biotin/Streptavidin 

4. TMPRSS2 Biotin/Streptavidin 



B. In prostate cancer cells: 



PC-3 LNCaP 




a-1 F9 Western 



1 . PC-3 Streptavidin 

2. PC-3 Biotin/Streptavidin 

3. LNCaP Streptavidin 

4. LNCaP Biotin/Streptavidin 
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1 . Un-treated His-TMPRSS2 

2. De-glycosylated His-TMPRSS2 
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Panel: 

1. LNCaP androgen-deprived 1 week 

2. LNCaP FBS 

3. LNCaP androgen-deprived 24 hrs + mock 9 hrs 

4. LNCaP androgen deprived 24 hrs + Mib 9hrs 



FIG. 12 



3 hrs 9 hrs 24 hrs 




Mib - - + - + + 




oc-1F9 
Western 



LNCaP cells were androgen deprived for 1 week 
(grown in 2% CS-FBS) and were then stimulated 
with 10 nM mibolerone for various time points 



